CellDesigner™ and SBGN

CellML SBGN SBO BioPAX MIASE Workshop 2009
April 2009
The Systems Biology Institute




The

Systems
Biology
Institute

for biochemical and

BML + SBGN +

Systems Biology Markup Language

)
P e e S |

§ e oot |

Gomperart Jow (wdae Lamd Gedwion Pagn e YW Betwece b

What is CellDesigner?

Modeling tool

Systems Biology Graphical Notation

P = e
PRy

oo o o0 o
IR ISR
p——

Simulation

S
Copasi

40 60 80

BML ODE Solver

oo 0 SOeoE)
Aot P

ene-regulatory network

( KyptofEncyeio)
f Genesand Ger
e [

information hyperlinked
over proteins

=
_
ann MYOL/YHRO2IW Summary
- | (@)1 € || + |  neep b yeastgenome.org/cgi-bin/locus piMocus - YHROZIW a- -
[T smModets ~Ce [ Administration | I G |5 comesigner ieln | © mvormmozsw ]
w Quick Search: = Site Map | Full Search | Help | Contact SGD | Home
- Community Info Submit Data BLAST  Primens PatMaich Gone/Sea Rescurces ‘Acdvanced Search Virtual Liveaey
MYO1/YHR023W Summary
Sy [ Locus sty | Ltaetin | Gane Oclogy | Pracctype | Intaactions | Expevasion | Preten

wi | _wie | s | e | MYO1BASIC INFORMATION [ View References |
Standard Name MYO?1
Systemasc Name YHROZIW
rw wwece T PP Feature Type ORF, Verified
. S ) [ T TR TV P vt -"El’l'JS Description Type Il myosin heavy chain, required for wild-type cytokinesis and cell
pax_ | separation; localizes to the actomyosin ring; binds to myosin light

Tomcen | Fwamerars | aren
[ | s

ot | Paranater Sewn] b 218
LT

P | Foacrons | Compwtmants | Founaters | 1o

2

Ll

2.3,4and see 2
MYQ1 GO evidence and references

« microfifament motor activity (TAS)

» axial bud site selection (IMP)

« cyfokinesis (IMP)

« fesponse o osmotic siress (IMP)

« contracsle ring (sensy Saccharomyces) (IDA)
MYOsin

class Il myosin

MYO1 Phenotype dotails and refernnces

Order . mcs used « 2 syatamatic duition ot
«inviable

«inviable

« viable, but has severe growth defects

« viable, but has mild growth defects

hawics | Sew | Gwome | o | 7 Gt e

chains Mictp and Mic2p #vough its 11 and 102 mosfs respectively (1,
‘Summary Paragraph)

MYO1RESOURCES

Cick on map for expanded view
$GO ORF map GBrowse.

« Literature

Unerature Cusse

« Retrieve Sequences.

Genomic VA ) (vem
+ Sequence Analysis Tools
wstr ) (Ve

« Protein Info & Structure
otea o ) (vew
« Localization Resources



SBl& CellDesigner and Graphical Notation
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Read SBML file Add
(via libSBML) graphical notation

BIOMDO0000000010

Stored in CD annotation

Capture details of state transitions



SBlI&E CellDesigner Graphical Notation
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SBIE CellDesigner Ver.4 Graphical Notation
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CellDesigner commits to be compliant to
SBGN Process Diagram

While keeping compatibilities with CD specific notations.

New Glyphs
1) Add to CellDesig
2) Visualize in “SBG
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SBlz CellDesigner SBGN Viewer

CellDesigner view
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SYSTEMS BIOLOGY GRAPHICAL NOTATION REFERENCE CARD

SBGN PD Level-1 Glyphs added to CD4.0
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SYSTEMS BIOLOGY GRAPHICAL NOTATION REFERENCE CARD

SBGN PD Level 1 implemented in Viewer
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SBli SBGN PD Level 1 not supported in CD4

SYSTEMS BIOLOGY GRAPHICAL NOTATION REFERENCE CARD
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; CellDesigner
=~ Future SBGN PD imlementation

4.1
— SBML L2V3/4 support (MIRIAM, SBO)
— part of SBGN PD1
4.5 or 5.0 later
— Enhanced graphical notation
- EPN
— Perturbation
— Enhance SBGN viewer
« Connecting Arc
— Production
— Consumption
- Enable to edit the position of unit of information
— Conversion from PD to AF

— libSBGN
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Download

Download CellDesigner from

http://celldesigner.org

CellDesigner.org

home | features | downloads

home

Menu
Features
Download
Quick Tutorial
Documents
Help
Simulation
Model Repository
Plugins
News

Links

Related Link
systems-biology .org
Kitano Symbictic Systems
Project

PANTHER database
BioModels Net

SBML
BW

documents | models | forum | news | links | contacts

CellDesigner™: A modeling tool of biochemical networks

Current Release Version: CellDesigner 4.0.1
CD 4.0 implemented most of Systems Biology Graphical Notation (SBGN) Process Diagram
level 1 draft proposal. find out more...

2008/10/07) For Mac Leopard (10.5.5) Users

Due to the recent Mac Java update, there is a problem of CellDesigner launch. We will release the
fixed version shortly. In the meantime, please execute the following 3 command lines from command
line interface (shell prompt), which would fix the problem.

vahpplicationStub ./

2009/01/26) For Ubuntu Linux Users
If compiz is enabled, it might cause the GUI problem. Please try the following commands to run
CellDesigner

AWT_TOOLKIT="h

Check also:

= Plugins / Utilities
= BioModels.net models simulation results with CellDesigner 4

™

What is CellDesigner

CellDesigner is a structured diagram editor for .
drawing gene-regulatory and hiochemical networks. — b
Networks are drawn based on the process diagram, b
with graphical notation system proposed by Kitano,
and are stored using the Systems Biology Markup iiiilila
Language (SBML), a standard for representing
models of biochemical and gene-regulatory networks.
Networks are able to link with simulation and other
analysis packages through Systems Biology
Workbench (SBW).

Headlines

Import from BioModels.net

Recent models in BioModels net are in SBML Level
2 Yersion 3 format. Current CellDesigner 4.0.1 can
import up to SBML Level 2 Yersion 1. Please wait
for the coming release of CellDesigner to import the:
SBML Level 2 version 3 models. >BioModels.net
models simulation results

CellDesigner Tutorial at ICSB-2008(Aug 22nd,
2008)

CellDesigner Tutorial Presentation file is
available here (in PDF format) .

Panther Pathway released a new Viewer
Applet compatible with CellDesigner 4.0 (&ugy
21st, 2008)

details..

CefiDesigner 4.0.7 Released!
Bug Fixes for Ver.4.0 (August 12, 2008)

CefiDesigner 4.0 Rejeasedi
At last! Ver 4.0 is available! (August 4, 2008)

Encounter Install Error ? check ibSBML
version.. (June 30, 2008)

Plugins / Utilities page is now available (May
1st, 2008)

CellDesigner tutorial at ICSB 2008.
August 22nd (Fri) afternoon. Details will be
announced shortly. (May 1st, 2008)

CellDesigner is festured in front page of Science

I»
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